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<220> 

<221> misc_f eature 

<222> (1)..(5888) 

<223> Sequence for AMPK gamma subunit 

<400> 1 



atgagcttcc 


tagagcaagg 


agagagccgt 


tcatggccat 


cccgagctgt 


aaccaccagc 


60 


tcagaaagaa 


gccatgggga 


ccaggggaac 


aaggcctcta 


gatggacaag 


gcaggaggat 


120 


gtagaggaag 


gggggcctcc 


gggcccgagg 


gaaggtgagt 


tcaaggccag 


ttctggggag 


180 


ctgggactgg 


gggcagtggg 


cagtcctcaa 


acctggggcc 


cgtctctggt 


ctggtccctc 


240 


cataacacag 


gcacataaca 


tcatgcagcc 


agtctcccca 


caagggggag 


gacaactgca 


300 


ttgctgatcc 


aggggtccag 


ggatccaagg 


tggccaactc 


aggacagagc 


cactgtcttc 


360 


tctgtgactc 


tctgagactc 


agctctctca 


cctgcaaaat 


ggggccacag 


cattcaggct 


420 


tcccaaggtt 


gcaatgagga 


tgaatggaga 


cagcagatga 


ggaagttctc 


tggaagaggg 


480 


agttactgtg 


ctctccctcc 


cgctccccga 


acaggtcccc 


agtccaggcc 


agttgctgag 


540 


tccaccgggc 


aggaggccac 


attccccaag 


gccacaccct 


tggcccaagc 


cgctcccttg 


600 


gccgaggtgg 


acaacccccc 


aacagagcgg 


gacatcctcc 


cctctgactg 


tgcagcctca 


660 


gcctccgact 


ccaacacaga 


ccatctggat 


ctgggcatag 


agttctcagc 


ctcggcggcg 


720 


tcgggggatg 


agcttgggct 


ggtggaagag 


aagccagccc 


cgtgcccatc 


cccagaggtg 


780 


ctgttaccca 


ggctgggctg 


ggatgatgag 


ctgcagaagc 


cgggggccca 


ggtctacatg 


840 
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cacttcatgc 


aggagcacac 


ctgctacgat 


gccatggcga 


ccagctccaa 


actggtcatc 


900 


ttcgacacca 


tgctggaggt 


gaggccacgc 


ctcagccccc 


cccatcctca 


ccccccccca 


960 


ggatgccttg 


ccagctctgc 


ccccctccaa 


gccccttccc 


gaactccttc 


cggcatgaat 


1020 


ggagaccggg 


ggagggcttc 


tgctctctgc 


acgcacccct 


taattgtcat 


cccagctctg 


1080 


caactcagta 


tccagagata 


ggaatgcctg 


ctttagcctg 


cgaatttcag 


aggattcctg 


1140 


ggacaagcca 


ggcaatatat 


gaaagtcttt 


gcagggtggc 


ttaggacaaa 


gagcaaggga 


1200 


ctcttggtaa 


gagaaaaata 


ggatgagctc 


tgctccccac 


tcttccctta 


ggttaaacta 


1260 


tgaaacattt 


ggttccgtgc 


ttctcgctgt 


gtgcactatt 


tgattctagt 


ggaatatgaa 


1320 


caaatacatt 


tcatgtagta 


gctttgtatg 


ttataatatt 


agatatttta 


caatattaga 


1380 


aaattacagt 


cagcaggtgt 


agatagtctt 


gtttagggtg 


aggcccaaat 


aagtcaatgt 


1440 


aaaatttatt 


tagggaaaaa 


tattttgtaa 


atattataca 


cataatttca 


cctctagcac 


1500 


ttaacaaaat 


cgatactatg 


tgtgtctgta 


cacttatgac 


tttggagtag 


aaacactggg 


1560 


ttggtttccc 


acaccttgga 


gtgcttgggg 


aggggtcacc 


tcagtacctc 


tggccaccag 


1620 


cagccttaga 


tctggaacaa 


atgtgcagac 


aaggatctcg 


tggagggcat 


gccaggacgt 


1680 


gggagaggca 


gacagcaggc 


tcatgtagag 


gcaggcccgg 


gaggcgcccg 


gtggaagaac 


1740 


cctggctggc 


aggggacctc 


tgaggcgcag 


ggaacgattc 


accctcaact 


gttctctccg 


1800 


gcgctcagat 


caagaaggcc 


ttctttgccc 


tggtggccaa 


cggcgtccga 


gcggcacctt 


1860 


tgtgggacag 


caagaagcag 


agcttcgtgg 


gtgaggaggg 


gctggggagg 


cagaggtggt 


1920 


ggggaaggga 


atagggggac 


cttgtggggt 


gattctaggg 


ccgagctctg 


acacaccaca 


1980 


ggcttcaacc 


aagcaggggc 


ctggcctgga 


gaggggggga 


gcatttgacc 


ccggtctcct 


2040 


ggtggccagc 


tgggagatct 


caactgtagg 


agagctgtga 


ccagctgacc 


cctccagctc 


2100 


tactacccca 


aggtccctgt 


cgcaggtgct 


aagtaagaag 


aggacaggcg 


gaggaaggaa 


2160 


gtcagaaaat 


agaagaagca 


gggcaggaag 


gagagaaatg 


acaggggaag 


cataagaggg 


2220 


acaaccccat 


ttgtcaggca 


cgggaggggc 


tgccctcctg 


tcctcttttg 


gccaccctca 


2280 


gtaaaaggat 


gtgggcaggg 


tggggggagg 


ggcccgggct 


gacccccatt 


gctcccctcg 


2340 


ccccacaggg 


atgctgacca 


tcacagactt 


catcttggtg 


ctgcaccgct 


attacaggtc 


2400 


ccccctggtg 


aggagtggtc 


tgggggtcct 


ggaacaccca 


tctgggctgg 


ggtggaagga 


2460 


gttcagggga 


ccctcgcctg 


actttgggag 


ttccgttgct 


gtctttaggt 


ccagatctac 


2520 


gagattgaag 


aacataagat 


tgagacctgg 


aggggtgagc 


aggcgagggg 


acgggcgaag 


2580 


gggctgaggg 


tgtgtgggtg 


aggatggggc 


caaggacctc 


agggagagca 


tgcgcagtgg 


2640 


aggtttcctg 


gaggaagcgg 


gaggagggtg 


atcgggagcc 


caggggatct 


aagggaggga 


2700 
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y dUdy LuLyy 


yyy Lyyuudu 


gugaggeggg 


y Ly y Luyyuu 


UUL L Ly Ly U L 


yd l lu Ly y u l 


91 GO 




dydLLLdLLL 


LuadyyuLyu 


LLuddyuuLU 


LyyuuLUudL 


ULULUUUddL 




y auayy Ly ay 


L- L LUL.LL.dyL 


uyuuuauLuy 


dy uu luu l Ly 


uuuuyuaudy 


dUUUU L LU LU 


9 ftft D 

lOOU 


LayLLLa LL.LJ 


y LLULddyuL 


UdLyydULUd 


Luy LUuyLyy 


duLgudgdug 


uyyudyu lll 




yaL-clL.L-L.Ly L 


UULUULULUU 


a yy9gy9 ci: 9 


y yd Ly ddy y y 


yULULULLLU 


udydULyuuu 




L-ciyyL.LL.clL- L 


yuLUuuauuL 


uudUdyuu Ly 


LLugddgcLg 


LULdUyUUUL 


Ud LUddyddL 


JUOU 


LLJLJa LLLaLL 


yuuLyuuyyL 


p p +■ t~i n o p p p +■ 

uuLygauuuL 


/~r 4~ +~ n n n n 

gtc Lccgggg 


c tg tgc Luud 


udLCCLCdCa 


•31 on 


^ "^i 4~ --*f n n f 

Cca LaaLJ Cy gC 


4- 4- /-» 4- -«~» -3 /-» 4- 4- 

LLuLudagLL 


CCLgCdCdLC 


4— 4* +~ i-*r 4- y^r ^ 

LLcgLgagcc 


cgggcacagc 


c tcagggaca 


•31 Qfl 

JlOU 


^ O^ O 1 4~ OT ^ *T 4"" Or OT 

dCCLyag Lyg 


o* 4~ or ^ or ^ ^ or 4* /*> 

c ugagaag lc 


^ 4" rs f> ^ ^\ 

l LudgCCu Ld 


or or or ^ ^ or or or or or 

gggatggggg 


agggag cage 


■f— /*y or ^ or 0 0* o» 

cgggagcccc 


•39/1A 


4** or ^ or or /t o* 4" ^ 

CLgagggcua 


4- /^i /~i 4" O* 4" Of 

utCCCLCCLg 


gccLCdCCLg 


4" o» ^ o* ^ ^ o« ^ o» ^ 

LCCCddCCCd 


accagggcac 


o« o» 4" or 0* 4" or o« 0* 

cctgcLgccc 


•)or\n 
jjUU 


CyyCCCLCCL 


^ O* O* ^ 4" ^ O* /T 

LCCLCLdCCg 


caeca tccaa 


or ^ 4* 4* 4* or or or o» 

ga L l ugggca 


4" o» /^r or o* ^ ^ 4" 4* 

ueggcaca L l 


ccgagac l eg 


jjoU 


gccy Lyytgc 


Lggaaacggc 


gecca tec eg 


/-^ /-^ o» ^ ^> 4^ or /T 

accgcac egg 


^ o* 4* oi 4* 1 4* or 4* 

aca lc l teg l 


ggaceggege 


J £ u 


OT +* OT 4~ ^ 4* Of O^ /T O* 

y Ly lC cy Cy C 


4" ^> o* -4— /^r ^ or /r -4— 

LgccLgcggL 


caacgaaact 


ggtacctatg 


cccaggatgg 


gggctctggc 


■5/1 on 


tg tga tggga 


ctgcgggggg 


gcaggggtct 


aggtggcatc 


— * ^ o* 4- 4— or ^* 4- 

ddCLLggggi 


ccagcatgga 


-ic/n 
JJ4U 


4~ ^ /t or /T o» 4~ ^ 

g tcag y y C ta 


/T o* ^ or 4* o* 4* o» 4* or 

gcdgLCLCug 


o» oi ^ oi ^ 4" ^ or *n 

CCLLCLLLga 


or o» ^ 4" or or o» o* 

gc l l uggacc 


or 4~ ^ r* r o» ^ or 

agLLgcLLdg 


cctctctgag 


o^nn 

jDUU 


CCayaCCLCa 


or 4~ 4*" O* 4~ 4~ o» O* ^ 

agLLCLLCCL 


ctgaaaaaga 


ct taaaggaa 


ccatggctgc 


acactgtttc 


ODOU 


aagg ttaaa t 


t caeca taaa 


gaagecagat 


atcgagaagt 


^4-4-4-4-^-^4-4-4- 

attLtaattL 


atg t t tga tt 


o-jon 
J / Z u 


atgaaacatt 


tccaatgtct 


gaaca tggca 


gaaaaaacta 


taatgaaccc 


cacgtatcca 


J / c> U 


cctggdtLad 


ccactgt taa 


ca tgatgccg 


tgaccagtt.c 


4.4-4.4.4.4.4-4-4-4- 

LLLLLLLLLL 


t tcgtggcca 




ddy LddLLLa 


ddgydddLLo 


LdLLdLagad 


LLaLgLCaLL 


4* o» ^ o* o* o« o» or or or 

ccaccccggg 


4* 4" 0 ^ 0* 

acacLLcaLC 


TQnn 

O i7 U U 


LyL-L-LL-LL-LL 


ddddLdayyy 


LauLLuULaL 


dLLdUULLdU 


adLLdLyddL 


aafhfafl-aa 
adlCtdLLdd 




LyL. Ld LU Lad 


LdLULddLLL 


Lad L LU LUd L 


4- 4-^4- +" t- +" 
LLULUUdLLL 


LUUUUddydd 


LdLULLLLLL 




LLL LLLddLd 


nutria t- +- i-rrh 
y LLydLLLy l 


Lydyduuddy 


ai"ppaai"P3a 
d LUUddLUdd 


ggLuudugLL 


4- /-^» /^r /-^i n i~ 4~ ft 

LugcdLLLgu 


4 oft n 
1 u 0 u 


LLLLLLLLLL 


uu l Lddyuu L 


ULLLLddLUL 


dy ddUdy l lu 


UULUULLyUL 


LLdLLLLUy L 


4 14 0 

*i X *i L* 


ydUdL-uyy Ly 


^3 fnanaanpi* 
dLydyddyuL 


yyy LUdy l Ly 


4~ ( --./-~i4----^4--3/-'r-jrj 

luu Ly Lay da 


Ly LUdUdUL L 


Ly dy dy d l l l 


4 90D 

1 £. \J U 


y ll Ly l Lay u 


l l LUUdUdyy 


Ldyuuu Ltd l 


t* 1 1* t* t* f t- r t- r 

LLLLLLLULU 


Ld l luu Ly uy 


l l luu Ly Ly d 




ccgggaaatt 


agctctaaag 


gctggatcag 


attcaggcta 


gacatttgaa 


cctagaatat 


4320 


ttcagaggtg 


atgccatgta 


ctcctgtctc 


atcatattag 


gaggcatgac 


ggcaggtgtg 


4380 


tctctctgtg 


tgatgetatt 


tgatctgtgg 


gctcaggtgc 


tggccgtctg 


atgcctcact 


4440 


ataaagccgg 


tagegtgagg 


ggtggggagt 


tcattcccaa 


accccacccc 


aggccctcgc 


4500 
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tcannatcct 


ggntctgacc 


caaacctctc 


ccctgtcttt 


ctcacacctt 


cctccctgcc 


4560 


cctcccatcc 


cccacaggac 


aggtagtggg 


cctctactct 


cgctttgatg 


tgatcgtaag 


4620 


tatctatggg 


gaacggaggg 


gacctggggg 


accacaggga 


ggctgtggtg 


tgaagatgga 


4680 


tggaggttgg 


tatctgtgga 


ccagggaggc 


ctttacagtg 


tatatagaga 


gattatttgt 


4740 


gggactggag 


cctggccgag 


ggctaagaat 


ggtcccccct 


ccctgcccag 


cacctggctg 


4800 


cccaacaaac 


atacaaccac 


ctggacatga 


atgtgggaga 


agccctgagg 


cagcggacac 


4860 


tgtgtctgga 


aggcgtcctt 


tcctgccagc 


cccacgagac 


cttgggggaa 


gtcattgacc 


4920 


ggattgtccg 


ggaacaggta 


ccccagcccc 


ttcatgcctg 


ctcccaacat 


gtagggcccc 


4980 


gtcctcctcg 


tgagcagctc 


cagctagccc 


atccaccggg 


cacctgtccg 


gcccccccat 


5040 


cccccattct 


catggccaag 


ctcatggtgt 


ccatattggc 


cagtgactgg 


tcctattatc 


5100 


ggggccctca 


gggcaagggc 


cacagccagc 


tgatcaccca 


gggtggtcac 


agccacccgt 


5160 


aagcagtttc 


taggagaccc 


tctgaggcac 


ccccagttag 


gttaagttgt 


tgcccctgat 


5220 


tctcagtgcc 


aacctcattg 


gccgccatag 


ccgcatggca 


ctgccccctc 


actgagcctc 


5280 


tgtgggccca 


caggtgcacc 


gcctggtgct 


cgtggatgag 


acccagcacc 


ttctgggcgt 


5340 


ggtgtccctc 


tctgacatcc 


ttcaggctct 


ggtgctcagc 


cctgctggaa 


ttgatgccct 


5400 


cggggcctga 


gaaccttgga 


acctttgctc 


tcaggccacc 


tggcacacct 


ggaagccagt 


5460 


gaagggagcc 


gtggactcag 


ctctcacttc 


ccctcagccc 


cacttgctgg 


tctggctctt 


5520 


gttcaggtag 


gctccgcccg 


gggcccctgg 


cctcagcatc 


agcccctcag 


tctccctggg 


5580 


cacccagatc 


tcagactggg 


gcaccctgaa 


gatgggagtg 


gcccagctta 


tagctgagca 


5640 


gccttgtgaa 


atctaccagc 


atcaagactc 


actgtgggac 


cactgctttg 


tcccattctc 


5700 


agctgaaatg 


atggagggcc 


tcataagagg 


ggtggacagg 


gcctggagta 


gaggccagat 


5760 


cagtgacgtg 


ccttcaggac 


ctccggggag 


ttagagctgc 


cctctctcag 


ttcagttccc 


5820 


ccctgctgag 


aatgtccctg 


gaaggaagcc 


agttaataaa 


ccttggttgg 


atggaatttc 


5880 


cacactcg 
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<210> 2 

<211> 421 

<212> DNA 

<213> Sus scrofa 

<220> 

<221> misc_feature 

<222> (1)..(421) 

<223> Partial sequence for Porcine Leptin Receptor gene 

<400> 2 
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gcactgtttg 


agcacttgga 


aagttaaata 


attattgttg 


gagactgcat 


gttttaatct 


60 


tagatacttc 


ctatttatgt 


cttagtcaaa 


atgattaatt 


gcttttctat 


gtgtctttta 


120 


aatgtcctaa 


cagaatttat 


ttatgtgata 


actgcatttg 


acttggcata 


tccaattact 


180 


ccttggaaat 


ttaagttgtc 


ttgcatgcca 


ccaaatacaa 


catatgactt 


cctcttgcct 


240 


gctggaatct 


caaagaacac 


ttcaactttg 


aatggacatg 


atgaggcagt 


tgttgaaayg 


300 


gaacttaatw 


yaagtggtac 


ctacttatca 


aacttatctt 


ctaaaacaac 


tttccactgt 


360 


tgcttttgga 


gtgaggaaga 


taaaaactgc 


tctgtacatg 


cagacaacat 


tgcagggaag 


420 


g 
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<210> 3 

<211> 96 

<212> PRT 

<213> Sus scrofa 



<220> 

<221> MISC_FEATURE 

<222> (56).. (56) 

<223> Xaa = Met or Thr 

<220> 

<221> M I SC_FE ATURE 

<222> (60).. (60) 

<223> Xaa = Ser or lie 

<400> 3 

Glu Phe lie Tyr Val lie Thr Ala Phe Asp Leu Ala Tyr Pro lie Thr 
15 10 15 

Pro Trp Lys Phe Lys Leu Ser Cys Met Pro Pro Asn Thr Thr Tyr Asp 
20 25 30 

Phe Leu Leu Pro Ala Gly lie Ser Lys Asn Thr Ser Thr Leu Asn Gly 
35 40 45 

His Asp Glu Ala Val Val Glu Xaa Glu Leu Asn Xaa Ser Gly Thr Tyr 
50 55 60 

Leu Ser Asn Leu Ser Ser Lys Thr Thr Phe His Cys Cys Phe Trp Ser 
65 70 75 80 

Glu Glu Asp Lys Asn Cys Ser Val His Ala Asp Asn lie Ala Gly Lys 
85 90 95 
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